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Claim 1: 

"presenting a plurality of the quantifications of gene relatedness showing relative 
relatedness for a plurality of the permutations of the genes." 

e.g., FIG. 11 

Stoughton, column 6, lines 8-12: 

The cellular constituents present in a network model and measured in a biological 
system can be of any type. For example, the can be, inter alia, abundances of mRNA 
species (representing gene expression), or abundances of protein species, or activities of 
protein species. 

Stoughton, column 10, lines 45-52: 

If the new P-value is better than the initial P-value, the refined hypothesis can be 
used as the base for further refinements in a search for models with even better P-values. 
The goal of such refinement is convergence of the network models towards one with a P- 
value below some threshold of significance or towards one that is a useful representation 
of aspects of the biological system, or the biological subsystem, under study. 

Chapman, column 2, lines 52-55 and 60-63: 

a method for predicting activity of molecules with respect to a chemical function 
based on known activities of a plurality of molecules. 

A model is then constructed with model parameters for predicting activity of 
poses with respect to said chemical function and model parameter values are then set. 

Barnhill, column 26, lines 9-12: 

1 . If the total number of diagnostic groups equals 2, go to next step. Otherwise, 
based on known facts about the disease process, organize the separation of groups into a 
binary classification tree. 
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Claim 29: 

pt-t y? nS ? n f ' ; • b l coefficient of detennination ... to present the genes ... in order 
of likelihood of relatedness. . 

Claim 36: 

"presenting a quantification of relatedness between the predicted gene and a set of 
genes associated with the predictive elements of at least one of the models." 

Claim 61: 

"displaying a ranked list of gene relatedness among the genes as determined by 
testing the plurality of multivariate nonlinear predictors." 
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